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Amira schedule

https://nextcloud.cells.es/s/w2nwK5bxRfabZ7Y

Connecting remotely from home to CELLS

https://winanalysis.cells.es/

https://confluence.cells.es/display/ISS/Remote+connection+to+Amira

Actions that will be done only once for your Home computer.

Download and install Workspace application from Citrix downloads.

For Windows home computer https://www.citrix.com/downloads/workspace-app/windows/

For MacOS home computer https://www.citrix.com/downloads/workspace-app/mac/

For Linux home computer https://www.citrix.com/downloads/workspace-app/linux/

Close all instances of the browser you used and reopen it again ( in order to ensure that the Citrix plugin is
loaded )

Set up 2-Step Verification

2-SV will be needed and the users need to register their mobile phones. This is mandatory to all persons
accessing Amira from outside Alba. Go to https://winanalysis.cells.es/manageotp to register your phones
and setup the 2-SV.



https://www.citrix.com/downloads/workspace-app/windows/
https://www.citrix.com/downloads/workspace-app/mac/
https://www.citrix.com/downloads/workspace-app/linux/
https://winanalysis.cells.es/manageotp
https://confluence.cells.es/display/ISS/Connecting+remotely+from+home+to+CELLS?src=breadcrumbs-parent
https://winanalysis.cells.es/

Set up 2-Step Verification

1) Install the Google Authenticator app in your device (mobile phone or tablet)

. L 4 worad B 3
Google Authenticator i o
Google LLC

Habilita la verificacion en dos pasos para proteger tu cuenta de la pirateria. *

1 5% 100 Ma B Strongér Lecurity with | Simple 2stup
40 o r i, - PEG 3 O Gaogle Authenticator CAMTHEA

2) Then, from inside the Data Analysis desktop, go to the link https://winanalysis.cells.es/manageotp/ to enroll
your device (link it to your account):

3) Then go back to your phone, and in Google Authenticator click on the big plus sign ( +) and then click on
Escanear un codigo QR

Proceed to scan the QR code shown in the browser by pointing your phone to the PC screen:

If successful, the Google Authenticator app should show a random 6-digit number that will be changing every
minute:

= Google Authenticator < @

Google: hikingfan@gmail.com

181951 &

—- ' e - —

4) Now go back to the browser in the winanalysis desktop, you should your device listed as enrolled, and you
can even test the connection:


https://winanalysis.cells.es/manageotp/

Actions that should be done each time you want to connect.
1.0pen a browser and go to https://workspace.cells.es
1. e S

2.Type your username and password, remember that your
username usually starts with u, ie u2018093095

3.Click Log On

4.Click Detect Recelver

Welcome to Citrix Receiver

ciTrIx

Receiver

Detect Receiver



https://workspace.cells.es/

5. Allow any Citrix popup
@O ® @ cirixReceiver X o+
< C & workspace.cells.es/Citrix/StoreWeb/

Open Citrix Workspace Launcher?

https:(fworkspace.cells.es wants to open this application.

Open Citrix W

Just a moment, we're detecting if Citrix Receiver is already
installed.

If Citrix Receiver is detected, you will see a window in a few seconds. Please
choose Launch Application.

CiTRIX

Receiver

If no window appears. proceed to download

B | agree with the

CITRIX(R) LICENSE AGREEMENT

Use of this component is subject to the
Citrix Hoense of teoms of Sendce covering
the Citnix product(s) or servcels) with
which you will be using this component.
This compeonent is licensed for use onfy
with such Citrix productis) or senvica(s).

CTX_code EP_T_A124358




-

b, Select the Desktops Section

7. You will be presented with all vour available virtual desktops. For wour case dick on Amira Training

] & @ Citri RBcener X

O & workspace.cells.es/Citrix/StoreWWeb/

Desktops

All (8) Favorites (2]

Amira Training Ansys GTC

Hercules Training Hercules Training

Desktop Tests

Remote PC Access vappspre01




8. A ica file will be downloaded, depending on wour canfiguration it will ask yvou to open it with Citrix Woarkspace autom atically or wvou
should click on it to do so.
9. After a while yvou will be presented with wour dezktop
10, At some point it could appear a window about Citrix Morkspace asking for an account just ignore it
11. You can search "Amira" in the searching tab of Windows:
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12, Accept the license

ke amat e vioeboe sl et moadsenoele

® 1 accept the license I don't accept the license

OK Exit




13, Activate Amira License
2 License Manager 4

Mo valid license found for Amira 2020.2.

Mo icense has been found to start Amira.

Please contact menistrator or perform one of the tallaw

Sefect this opoion if you have received definitive activation codes.

valuate Amira

Select this i if you hawve recerved Demo ativation codes.

Cancel

15. If wou want to browse your experimental data you will find it on £ network unit.
16. Remember that everything. except the £ contents, will be lost after yvour work.



Link for chedule Amira PC

https://drive.google.com/drive/folders/1j-ZLuzev2VD-40rWcn40aJIR _61Cli-u?usp=sharing



https://drive.google.com/drive/folders/1j-ZLuzev2VD-4OrWcn4OaJIR_61C1i-u?usp=sharing

1) transmission signal

2) normalization

O o, Gif
Q@
3) natural logarithm (has to be applied to the aligned stack)
. O e
| 1= L) Q a

@

4) crop borders of the aligned In stack symmetrically from the center of the projections (making sure that the
borders are well cropped on all the stack projections):

5) 3D reconstruction of the absorbance (using tomo3d 1 w off or even better tomopy gridrec):

b & @Qal (3 N

The value of each voxel is in 1/(pixel size) and the normal unit is um-L, if the pixel size used was for
instance 10 nm, you need to divide the value by 0.01.

otoelectriccross section, n atoms per unit volume
Uy = a/m, p=m/V (if you prefer a mass density)

Iﬁr absorption coefficient: u;(z) = on = pu,,p (whatwe get from the reconstruction)



After the alignment with IMOD

*R Ifyou are interestjust in the morphological description of your cell you can directly
reconstruct the transmission using the SIRT algorithm implemented in tomo3d. You will
obtain a 3D volume with a good contrast BUT the numeric values of the voxels will have
no physical meaning (SIRT is rescaling the values during the iterationsinto an arbitrary
scale of contrast).

* Ifyou areinterestedalso in the 3D values of linear absorption coefficient you have to
apply —In() to the tilt serie and then reconstruct. Because in this case we want to
preserve the “real” numbers and not just the contrast, we will use the ART algorithm. It
is implemented in the plugin “TomoJ” of imagelJ:

http://www.cmib.fr/en/download/softwares/TomolJ.html




A tip that might be useful:

sometimes our eyes are better looking at the highest absorbance in black because
we are more used to it. For instance, people doing classical EM. So one trick woulc
be to reconstruct with ART and then multiply in ImageJ all the voxelks toyinvert

the contrast. In this case, all the voxel values would be preserved (keeping the

physical mean) and you just need to disregard the minus sign when doing analysis
with Amira.



Reconstruction préreatment

A CHANGE OF UNIT: the value of the linear absorption
coefficient in each voxel in the reconstruction is in 1/(pixel
size) and the normal unit for it is pmso you need to divide
the value by 0.01 if the pixel size used was for instance 10 nr
You can do this in ImagelJ.

A CROPPING: As Amira calculations are time consuming, we
recommend to crop your volume as much as possible in all
directions using the cropping function of Imaged for X and Y
YR (KS -a¥F0péadz2t F2N 0KS



Load DATA 1

- o - e - - = Open Data
>egmentation : ®, Filament = Animation & Mul

4 || « Papers » drug Sars_Cov-2 » Control SARS-COV2 » tomo298 »

Organize »  New folder

= o @
] »
m I ram w Disco local (H: en MacBook Pro de Ana) Name Type

| Documents Untitled-files
8] 20220710 tomo298 30530 TIE File

. J’! Music =] 20220710_tomo298_3D530_8b g 11:5 TIF File
Welcome to Amira Software =

&= Pictures

File folder
& Downloads

segmented_temogram 9/12/2023 10:12 TIF File
2 untitled
| Videos -

) ia Windows (C)

RECENT DATA \ . . Data (D:)
MISTRAL (L)
Shares links ()

Project

Experiments (¥:)

= anperez storage home (Z:)

File name: | 20220710_tomo298_3D530_8b V‘ All Files

OPEN DATA OPEN PROJECT BLANK PROJECT

NEWS FOLLOW US

Select your prdreated
DATA. tif



Load DATA 2

m Arnira - Untitled

File Edit Help

m Qut-of-Core Data

Welcome to Amira

Warning ! The file you are trying to load exceeds the out-of-core threshold.
_ This threshold could be changed by selecting the LDA tab of the preferences dialog .

In order to load this file, please select one of the following methods:

Loading policy

(O) Convert to Large Data Access (LDA) format
(O) Read as External Disk Data

(®) Read complete volume into memory

Run batch
OPEN DATA

AMIRA SOFTWARE 2019.4
NOW AVAILABLE!

REDUCE YOUR LEARNING
C1IRVF

W, A3Q 51 ¢! ySSRa (2 6S f2FRSR Ay(?2
memory.



Load DATA 3

‘ i Start | -= Project 3= Segmentation £ Recipes  °%, Filament &5 Animation @ Multiplanar

File Edit Help

m Image Read Parameters

Amira-

Welcome to Amira Software

Info

Files: 31
Image Size: 311 slices, 832x968, 1 channel, 1 time step

RECENT DATA Import EW PROJECT
Channel conversion: Channel 1 ~

Object name: 20220710_tomo258_3D530_8b.tif

INCrolc

Resol:tun
L efine: ® bounding box voxel size
Min coord: v 0 0
OFPEN DATA Max coord: 831 967 310 ANK PRDJE[T
Read as multiple files
HELP us
OK Cancel
I'-'-_||:' Q J_:_'L £ MUNILINTL T NI il pulane website
Getting started N ATl ARI I
Tutorials il

EXTEND AMIRA WITH FREE ADD-

Learning Center on YouTube T.— g
= e NS .

8 Do not st




Visualize volume 1

File Edit Project View Window XPand Python Help

i Start =< Project ‘ 2= Segmentation ¥ Recipes %, Filament £ Animation @ Multiplanar
Project View O X 3 ~, PO x x g ’ o — T =
_ _ h o+ Q A &3 ) a @ b E; t’ 4. n b oww Vv é’ R | H Il = = B *
Open Data... |l| 3 |_'| == - D

Voxel Slice @ Cylinder Slice @ Dual Ortho Slices
~

| m = 20220710 _tomo298 30530 8b.tif .|

L]
LT
Properties O X
~
. o - COIZEEN.
¥ Data: MO SOURCE
¥ Orientation: ® xy Xz yz
¥ Slice Number: 4 [ ]
¥ Mapping Type: Colormap
¥ Colormap: 0 ‘I...-.-....!.
_ B LT
{ >
auto-refresh Apply
RE"Ed}’ u 5[:-|J MEMORY USHEGE -

Your data are in the project window as a .tif object




Visualize volume 2

File Edit Project View Window XPand Python Help

@ Start |-E Project ‘ ¥ segmentation  #X Recipes "o Filament &5 Animation @ Multiplanar

Project View o X e Q0 0 a4 OB EDE W wrSvE (EN = E
Open Data... Yk |_'| =S : — N

Bounding Box Volume @

-~
EI020220710_tomo298 30530 8b.tif = Daiindineg Dav Unhimn i |
£ 20220710_tomo298_3DS30_8b.tif E‘] [L’ boun > ]
[®] Favorites 2 | ™ ¥ Beam Hardening Correction Eiﬁ Bounding Box |?|
Ly i > @ Bounding Box Displays the bounding box of a
Editors > £ Clear History Log spatial data object
: EREEES > £ Create Recipe
Properties e _ i Type: HxBoundingBox
[ Al 5 L Cylindrical Intensity Profile
S 20220710 (. > = Edit New Label Field
) O Create More Info...
¥ Lattice Il ™ Annotate 5 £# Extract Subvolume
¥ Data Infc [ Compute 5 £¥ Filter Sandbox
¥ Memory [ Convert 5 3 Interactive Thresholding
Physical! [ Correlation 5 T Ortho Slice
¥ VoxelSi [ Display 5 EB Ortho Views
¥ Proview- L Geometry Transforms > T ROI Box
g . i i
[ Image Processing 5 ¥ Ring Artifact Removal
auto-refresh [0 Image Segmentation > @ volren
e PRI « ¥ @ Wnlime Renderinn R R
Ready M stop =

Create abounding boxand anorthoslicemodules: right click on the data and select in the window




Visualize volume 3

File Edit Project View Window XPand Python Help
@ Start |-E Project ‘ = Segmentation %K Recipes "%, Filament
Project View 4
Open Data... |E| ‘ |z H
=
~

B020220710_tomo258 3D530 8b.tif m Dniindinn Daw Unlimn 88 |

Properties
= VS 20220710
¥ Lattice I
¥ Data Infc
¥ Memaory
¥ Physical !
¥ Voxel Sizi
¥ Praview-

£

auto-refresh
Ready

Create abounding boxand anorthoslice

&5 Animation

T Multiplanar

YR T

£ 20220710 tomo298 3DS30 8b.tif E‘] [L’ ©
*| Favorites - Beam Hardening Correction . e
’ b g m Ortho Slice | o |
Ly s > @ Bounding Box Visualizes 3D image or scalar data
Editors > & Clear History Log on an orthogonal slice
5 Templates > ¥ Create Recipe :
e ) ; Type: HxOrthoSlice
[ Al > £ Cylindrical Intensity Profile
b : = Edit New Label Field
b
IS > © Create More Info...
[ Annotate > £¥ Extract Subvolume
[ Compute > £¥ Filter Sandbox
[ Convert > ¥ Interactive Thresholding
[ Correlation > m Ortho Slice
[ Display 5 EH ortho Views
O Geometry Transforms > 1'3 ROI Box
[ Image Processing 5 £¥ Ring Artifact Removal
[ Image Segmentation > @ volren
— - e « ¥ @ Valuma Rendarinm e

M Stop

MIEMORY USAGE

hoslicemodules: right click on the data and select in the window

w B




\VViISuallze volume <

Click on the module to visualize its attributes.
[ Amira 3D - Untitled AR

File Edit Project WView Window XPand Python Help

i Start |-E Project | == Segmentation i, Recipes = Filament & Animation @ Multiplanar
Project View e e O X S ‘Q ‘ ¢ Q O 8 @ EES B v T S SN S ‘  HE
Open Data... | | W |22 : — —

Voxel Slice @ Cylinder Slice @8 Dual Ortho Slices

Fa
| == 20220710_tomo298_30530_8h.tif @ m= Bounding Box @ |
OO0 Ortho Slice(2) Ty
A
Properties O x
Fa
WU Ortho Slice(2) e K ?
E Data: 20220710_tomo298 3D530 8b.iif ~ =P
¥ Orientation: ® xy Xz yz
¥ Slice Number: | ] P 155
¥ Mapping Type: Colormap
X olormap: 0 d N 255 Edit
¥ Options: adjust view bilinear view lighting
¥ Frame: ¥ show width: 1 .
- P
auto-refresh Apply
EEL M stop MEMCHY USAGE -

OrthosliceMain attributes: OrientatiorSlice Number and Mapping Type



Visualize volume 5

m Arnira 30 - Untitled —

File Edit Project View Window XPand Python Help

i Start - Project | = Segmentation £ Recipes "%, Filament £ Animation @ Multiplanar
Project View e e o X *‘Q|+ Q & 8 @& » i @ =» H>>|- »
Open Data... |£| X |_.| === —

Vouxel Slice @ Cylinder Slice @ Dual Ortho Slices

oY
| == 20220710_tomo298_30530_8b.tif @ m= Bounding Box @ |
OO Ortho Slice(2) D)
b
Properties O X f
Eil *
[~ Ortho Slice(2) e b ?
i Data: 20220710_tomo298_3D530_8b.tif ~ =
¥ Orientation: ® xy Xz ¥z
¥ Slice Number: | 9] > 155
¥ Mapping Type: Colormap 4 - "
. S P u MREENE  [ev LE° « ..,
¥ Options: adjust view bilinear view lighting e
¥ Frame: ® show width: 1 [ |
- At
auto-refresh Apply
EEL M stop MEMCRY USHGE -

Mapping TypeColormap: changing the contrast manually selecting different areas of the

contrast histogram.




Visualize volume 6

m Arnira 30 - Untitled —

File Edit Project View Window XPand Python Help

@ Start |-E Project ‘ = Segmentation £ Recipes o} Filament & Animation m Multiplanar
Project View e e O X .,|Q|+ Q o 8 & »: @ » hi>>|- »
Open Data... |L| 3 |_—| =Z : —

Voxel Slice @ Cylinder Slice @ Dual Ortho Slices

b o
| ==20220710_tomo298_3D530_8b.tif @ m= Bounding Box @ |
OO10rtho Slice(2) Ty
L'
Properties O X
Fa
~WR¥ Ortho Slice(2) T b ?
¥ Data: 20220710 tomo298 30530 8b.tif ~ w=p
¥ Orientation: ® xy Xz yz
¥ Slice Number: | [ ] P 155
¥ Mapping Type: Histogram
¥ Contrast Limit: 1
¥ Options: adjust view bilinear view lighting
¥ Frame: # show width: 1 [ |
- L'
auto-refresh Apply
EEL M Stop MEMIRY USAGE -

Mapping TypeHistogram: changing the contrast with different automatic selection of the

contrast histogram.




Visualize volume 7

[ Amira 30 - Untitled

File Edit Project View Window XPand Python Help

i Start |-E Project | == Segmentation £3 Recipes "%, Filament 3 Animation T Multiplanar
Project View i i o X E|Q|+ Qo0 & »i@» H»‘-»
Open Data... |L| X |_.| == —

Voxel Slice @ Cylinder Slice @ Dual Ortho Slices

L .
| = m 20220710_tomo298_3D530_8h.tif @ mE Bounding Box .I
OO Ortho Slice(2) i
A
Properties O X
Fa
[~V Ortho Slice(2) T b ?
¥ Data: 20220710 tomo298 3DS30 8btif ~ w=p
¥ Orientation: ® xy Xz ¥z
¥ Slice Number: | & P 155
¥ Mapping Type: Histogram
¥ Contrast Limit: 1
¥ Options: adjust view bilinear view lighting
¥ Frame: ® show width: 1 [ |
- LT
auto-refresh Apply
RE‘ﬂd}r .S[::l] MEBMORY USAGE -

OrientationSlice Number : selecting slice along a perpendicular direction (respect to the

data)




Visualize volume 8

2 Amira 30 - Untitled

File Edit Project View Window XPand Python Help

i Start == Project ‘ == Segmentation ¥, Recipes "= Filament & Animation I Multiplanar
Project View e e O X [ |.‘Q | ¢ Q O O @ » i@ » g » ‘ o =
Open Data... |£| 3 |_' == : - -

Voxel Slice @ Cylinder Slice @ Dual Ortho Slices

ray
| =W 20220710_tomo298_30530_8b.tif @ m = Bounding Box .|
OO 0rtho Slice(2) Ty
L
Properties O X
ray
[~V Ortho Slice(2) L h ?
¥ Data- 710 tomn?9% NS Bhtif =ik
¥ Orientation: Xy ® xz ¥z
X Slice Number: 4 ] » 546
¥ Mapping Type: Histogram
¥ Contrast Limit: 1 —
¥ Options: adjust view bilinear view lighting
¥ Frame: ¥ show width: 1 .
- LT
auto-refresh Apply
Ready M stop MEMDRY USAGE -

OrientationSlice Number : selecting slice alongratherperpendicular direction

(respect to the data)




Visualize volume 9

2 Amira 30 - Untitled

File Edit Project View Window XPand Python Help

@ Start == Project | == Segmentation £ Recipes *#, Filament £ Animation m Multiplanar
Project View e e o X Y |Q | d Q O O @ » @ v ew» | H >
Open Data... |£| | |_'| =S : - —

Woxel Slice @ Cylinder Slice l§ Dual Ortho Slices

_ OO Ortho Slice(2)
| = m 20220710_tomo298_30530_8b.tif @

mm Ortho Slice .I

m = Ortho Slice(3) @ |

Properties
W oiosia «
! Data: 20220710_tomo298 3D530 Bb.tif ~ =
¥ Orientation: xy ® xz ¥z
¥ Slice Number: 4 ® 250
¥ Mapping Type: Histogram -
¥ Contrast Limit: L
¥ Options: adjust view bilinear view lighting
¥ Frama- B chow  wirdth- 1 ||
auto-refresh
Ready Mstop = e -

OrientationSlice Number : with 3 orthoslices modules, the 3 projections can be visualizec

altogether selecting for each orthoslice a different orientation




Visualize volume 10

Synchronizing attributes.

[ Armira 30 - Untitled

File Edit Project View Window XPand Python Help

i Start |-E Project | == Segmentation 4 Recipes "o} Filament &5 Animation T Multiplanar
Project View i i 0 X h |Q | $ QO O @& » B i »im|
Open Data... |L| X |_.| == — _

Voxel Slice l§ Cylinder Slice @ Dual Ortho Slices

)
m = Ortho Slice(2) @ |
| == 20220710_tomo298 3D530_8b.tif @
mE Ortho Slice p
(] \ _-
OO 0Ortho Slice(3) () By
e s f ::
Properties 0 X ; f : - =
. ~ =
o
MU Ortho Slice(3) T k ? £=
¥ Data: 20220710 tomo298 30530 8b.tif ~ = ™
¥F Orientation: Ky xz @ yz
X {2 Slice Number: | ® > 693
¥ g Mapping Type: Histogram =
¥ & Contrast Limit: 1 ﬁ
L3N Options: adjust view bilinear view lighting —
; :‘1‘? Frama-* 2l choaar  wnidthe 1 [ | b —

auto-refresh Apply

{8YOKNRYAI Aya UKS O2yuUNlIau 2y UKS o LINE:

corresponding attribute on the other modules.
You can synchronize in this way any attribute.



Visualize volume 11

Hide the visualization of any megules,

B Amira 3D - Untitled

File Edit Project View Window XPand Python Help

i Start |-E Project | #: Segmentation % Recipes < Filament &5 Animation T Multiplanar
Project View N N O X ‘|“+ Q o0 & »i @ » H>>|->>
Open Data... LI KL

Woxel Slice @ Cylinder Slice @ Dual Ortho Slices
Ogjortho Slice(2)

| = = 20220710_tomo298_30530_8b tif @

™ Viewer Toggle (H)
The check boxes control the visibility of the
ohject in viewers.

You can hide all visualizations from the
active viewer excepted those assocdiated with

Properties the selected objects clicking on H

I ortho siicei2)

¥ i Data: 20220710 tomo298_ 30530 _8b.tif ~ =P

¥ Orientation: xy ® xz yz

¥ Slice Number: « ® > 250

¥ & Mapping Type: Histogram e

¥ Contrast Limit: 1 i

¥ 2 Options: adjust view bilinear view lighting —

; :’1‘? Framea- 2 chrw width- 4 - i _'
auto-refresh Apply - = T -

Ready Wstop o =

Hide the visualization of any modules (blue = visualization module) isgldeting the

blue box.




Visualize volume

| Kt yasS GKS @radz tATFGA2Y 2NASYGF GA2Yy dza A
B Amira 30 - Untitled A _ O w

File Edit Project View Window XPand Python Help

i Start |-E Project | == Segmentation £ Recipes "%, Filament & Animation M@ Multiplanar
Project View e e o X [ |Q | B Q o D & 2 @D » i m » | L HE
Open Data... |£| . WESd : - -

Voxel Slice @ Cylinder Slice @ Dual Ortho Slices

Pl
: m m Ortho Slice(2) .I
| == 20220710 tomo298 30530 8b.tf @
OO 0rtho Slice =
m= Ortho Slice(3) @ | i .
v :
Properties O X =
Fat
B ooese o N0
PO Data: 20220710_tomo298_30530_8btif ~ =
¥ Orientation: ® xy X ¥I
I Slice Number: 4 @ F 0
L I Mapping Type: Histogram
L Contrast Limit: 1
¥ Options: adjust view bilinear view lighting
; f‘? Frama-* Al chirvar  wndthe 4 || 4
auto-refresh Apply - = = PEERE
Ready M Stop MEMORY USEGE i

quantifoil.



Visualize volume 14
[ KIy3aS GKS @Aradz- t AT FaGA2Yy 2NRASY Gl GA2y dza A

File Edit Project View Window XPand Python Help

@ Start =< Project ‘ = Segmentation £, Redipes “o; Filament & Animation I Multiplanar
Project View e e Ox .‘Q|+ Q & & & & @ P E I o« w »‘- »
Open Data... || || 52 3 —

e
/ mm Ortho Slice(2) @
Ty
£ 20220710 tomo298 30530 8btif ~ [ [P |slice ©

i ~
(5 Favorites 2 7 £} BeamHarden Dbjects:_a} .
_ & Align Slices (Geometry Transforms)
(&) Recents > @ Bounding Bo: & Isocontour Slice (Display)
Editors L} Clear History  “# Height Map Slice (Display)

Properties i )
P @ Curved Slice (Display)

“¥ Bar Chart Slice (Display)
¥ Auto Align Slices (Recents, Geometry Transform

2 Templates

'-(""’DM

L} Create Recipe

“

L Cylindrical Inf

— [ correlation M Ortho Slice

Displ
Previi [0 Display

Ed ortho Views

¥ Lattic [] Animate 2 editNewLab¢ @ Ortho Slice (Favorites, Recents, Display)

¥ R P — £ Extract Subvo T Slice (Recents, Display)

= Former Objects (3)

¥ Mem [ Compute Tm BumpsSlice -> Slice (Recents, Display)

X Physi [ Convert £} Interactive TN Iy Embossed Slice -> Slice (Recents, Display) V
¥

¥

[0 Geometry Transforms TP ROI Box

[ Image Processing &£} Ring Artifact Removal

>
P
)
)
>
5 &¥ Filter Sandbo
>
>
P
b
>
>

auto-refresh [0 Image Segmentation @ volren

Fe= oo PRI « @ Wnlume Renderinn =

~ MEMORY USHGE
Ready M Stop o




Visualize volume 16

| KIy3s GKS @GAadztATFIGA2Y 2NASYGFGAZ2Y dzaA
[ Amira 3D - Untitled (B M) -
File Edit Project View Window XPand Python Help

i Start | - Project ‘ = Segmentation ¥ Recipes “«, Filament £ Animation T Multiplanar
Project View [ 4 m |»
Open Data... |l| 3 |_| =

Cylinder Slice @ Dual Ortho Slices

~
_-{ mm Ortho Slice(2) .|
| = 20220710_tomo298_3D530_8b.if @ e L
. ‘{ m = Ortho Slice .l v
Properties Ox
CaY
¥ > Data: 20220710_tomo298 30530 8b.tif ~ wp
¥ Orientation: Xy ¥z yz
¥ Translate: 4 ® 155
¥ Mapping Type: Colormap
¥ Frame: M show width: 1 .
¥ Options: adjust view rotate M immediate & fit to points lighting
¥ Sampling: fine ~ interp. data interp. texture square texels maove low res.
¥ Transparency: ® None ET Alpha
x —r hd
g >

¥ auto-refresh

Ly afAO0ST gAGK UKS 2LA2Yy WFALG G2 LERAYD

the border of different holes of the quantifoil.




Visualize volume 14

| KFy3asS GKS @Aadza tATFGAZ2Y 2NRASY Gl GA2Y dza A

Edit Project Vi Wand
# Start : nentation Reapes : Filament 3 Animatio & Multiplanar

Project View Project X

Open Data..

4 ma Ortho Slice(3) @
0.1 @ pf wm Ortho Sice(2) @
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Visualize volume 15
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Now you enter through the volume in a direction which is perpendicular taytrentifoil X




“Visualize volume 16
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Toapply the transformatiorio the data in such a way to use
the newly oriented data

in the SEGMENTATION EDITOR, create the
computational modulé Resample Transformed Imagegight
click on data and search for it). Then left click on the white
box and connect thédata’ with the your data and the
“referencé with the slice module. Finally press apply to
obtain the data transformed.

If you now visualize the transformed data using the
orhtoslicemodule you still have théright orientationr’

defined with the slice one. We have performed the
equivalent of the reslice transformation inmageJbut in a
more efficient way!)

Computational modules are in general in RED.




Segmentation Editor 1
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Segmentation Editor 2

Inimageselect the data you want to segment (in this case for instance the transformed one)

In label fieldyou have the name of the segmentation you are going to perform. Sefest ~ if you want to start a new
one.

In display controte-adjust the histogram selection to optimize the contrast.



